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Abstract
We consider compact representations of collections of similar strings that support random access
queries. The collection of strings is given by a rooted tree where edges are labeled by an edit
operation (inserting, deleting, or replacing a character) and a node represents the string obtained
by applying the sequence of edit operations on the path from the root to the node. The goal is to
compactly represent the entire collection while supporting fast random access to any part of a string
in the collection. This problem captures natural scenarios such as representing the past history of an
edited document or representing highly-repetitive collections. Given a tree with n nodes, we show
how to represent the corresponding collection in O(n) space and optimal O(log n/ log log n) query
time. This improves the previous time-space trade-offs for the problem. To obtain our results, we
introduce new techniques and ideas, including a reduction to a new geometric line segment selection
together with an efficient solution.
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1

Introduction

The random access problem is to preprocess a data set into a compressed representation that
supports fast retrieval of any part of the data without decompressing the entire data set. The
random access problem is a well-studied problem for many types of data and compression
schemes [1, 3, 5, 8, 9, 19, 31, 35, 41, 48, 53] and random access queries is a basic primitive in
several algorithms and data structures on compressed data, see e.g., [7, 9, 23, 24, 25]
In this paper, we consider the random access problem on collections of strings where
each string is the result of an edit operation, i.e., insert, delete, or replace a single character,
from another string in the collection. Specifically, our collection is given by a rooted tree,
called a version tree, where edges are labeled by an edit operation, the root represents the
empty string, and a node represents the string obtained by applying the sequence of edit
operation on the path from the root to the node (see Figure 1(a)). We call such a collection
a persistent string since we can naturally view it as persistent versions of a single string.
Given a node v and an index j, a random access query returns the character at position j in
the string represented by v.
Random access in persistent strings captures natural scenarios for collections of similar
strings. For instance, consider the problem storing and accessing the past history of edits
in a document. Instead of explicitly storing all versions of the document, we can represent
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the entire history compactly as a path of updates. Random access in a past version of the
document then corresponds to a random access query on the corresponding node on the path.
In our setup we can even support branching in the history of the document, as in version
control systems, to form a tree of document histories. As another example, consider storing
and accessing a collection of related genome sequences. If we know (a good approximation
of) the edit distance between the pairs of genome sequences, we can construct a small version
tree representing the collection from the minimum spanning tree of the pairs of distance.
Again, random access in a sequence in the collection corresponds to a random access query
on the corresponding node.
To the best our knowledge, no previous work has explicitly considered random access
on persistent strings, but several well-known techniques and results can be combined to
provide non-trivial bounds on the problem. In this paper, we introduce a new representation
of persistent strings that supports random access. Our representation uses O(n) space and
supports random access queries in O(log n/ log log n) time, where n is the number of nodes in
the version tree (or equivalently the number of strings in the collection). This improves the
best known combinations of time and space among all previous solutions. Furthermore, we
prove that any solution that uses n logO(1) n space needs Ω(log n/ log log n) query time, thus
showing that our query time is optimal. To obtain our results, we introduce new techniques
and ideas, including a reduction to a new geometric line segment selection problem together
with an efficient solution to this problem.

1.1

Previous Work

To the best of our knowledge no previous work has explicitly considered supporting random
access in persistent strings. However, several existing approaches can be applied or extended
to obtain non-trivial solutions to the problem and several related models of repetitiveness
have been proposed. We discuss these in the following. To state the bounds, let T be a
version tree with n nodes representing a collection of n strings of total size N . Since any
string represented by a node in T can be the result of at most n insertions we have that
N = O(n2 ). Hence, naively we can solve the random access problem by explicitly storing
all strings using O(N ) = O(n2 ) space and O(1) query time. With techniques from either
persistent or compressed data structures we can significantly improve this as discussed below.

Persistent Data Structures and Dynamic Strings
Ordinary data structures are ephemeral in the sense that updating the data structure destroys
the old version and only leaves the new version. A data structure is persistent if it preserves
old versions of itself and allows queries and/or updates to them. In partial persistence we
allow queries on all versions but only updates on the newest version, and in full persistence
we allow queries and updates on all versions. Thus, in partial persistence the versions form a
path whereas in full persistence the versions form a tree called the version tree. Persistent
data structures is a classic data structural concept and were first formally studied by Driscoll
et al. [16].
A dynamic string data structure supports the edit operations (insert, delete, and replace)
and access to any character in the string. An immediate approach to solve the random access
problem in persistent strings is to make a dynamic string data structure fully persistent.
To do so, we simply traverse the version tree and perform the edit operations on the edges.
To answer a random access query on a string represented by a node v we simply perform a
persistent access operation on the version of the data structure corresponding to version v.
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Depending on the dynamic string data structure we obtain different time-space trade-offs for
the random access problem. A balanced binary search tree implements a dynamic string data
structure using O(log n) time for all operations. Since binary search trees are constant degree
pointer data structures a classic transformation by Driscoll et al. [16] immediately implies
an O(log n) time solution for access. Since each persistent update to the binary search tree
incurs O(log n) space overhead this leads to a total space of O(n log n). With a more careful
implementation of binary search trees the space can be improved to O(n) [16, 49].
Maintaining a dynamic string (often called the list representation or list indexing problem [14, 20]) is well-studied and closely connected to the partial sums problem. Dietz [14]
presented the first solution achieving O(log n/ log log n) time for access and updates and
Fredman and Saks [20] showed in their seminal paper on cell probe complexity that this
bound is optimal. Several variations and extension have been proposed [5, 6, 17, 32, 44, 45, 46].
However, all of these solutions rely on word RAM techniques and therefore incur an overhead
of Ω(log log n) time to make them persistent [13] thus leading to a solution to the random
access problem with query time Θ(log n).

Compressed Representations
The classic Lempel-Ziv compression scheme (LZ77) [54] compresses an input string S by
parsing S into z substrings f1 f2 . . . fz , called phrases, in a greedy left-to-right order. Each
phrase is either the first occurrence of a character or the longest substring that has at least
one occurrence starting to the left of the phrase. By replacing each phrase by a reference to
the previous occurrences we obtain a compressed representation of the string of length O(z).
We can use LZ77 compression to efficiently store all versions of the persistent string in
the random access problem. To do so, we write all the strings represented in the version
tree T and concatenate them in order of increasing depth in T . The string represented by a
node v can be formed from the string of the parent of v by at most 3 substrings, namely,
the substrings before and after the edit operation and a new character in case of a replace
or insert operation. Since we concatenate the strings in increasing depth it follows that the
greedy LZ77 parsing uses at most z = O(n) phrases.
To solve the random access problem on the persistent string we can convert the LZ77 compressed representation into a small grammar representation and then apply efficient random
access results for grammars. Converting the LZ77 compressed string leads to a grammar of
size O(z log(N/z)) = O(n log n) [10,47]. Using the best known trade-offs for random access in
grammars, this leads to solutions using either O(n log n) space and O(log N ) = O(log n) query
time [9] or O(n log1+ε n) space and O(log N/ log log N ) = O(log n/ log log n) query time [3,27].
We note that both of these results inherently need superlinear space for the conversion from
LZ77 to grammars [10]. Furthermore, Verbin and Yu [53] showed that the latter query time
is optimal. More precisely, they proved that any representation of an LZ77 compressed string
using z logO(1) N = n logO(1) n space must use Ω(log N/ log log N ) = Ω(log n/ log log n) time.
A related simpler model of compression is relative compression [50, 51] (see also [5, 12, 15,
33, 36, 37, 38, 39]), where we explicitly store a single reference string and compress a collection
of strings as substrings of the reference string. A similar compression model is also proposed
in [26, 40, 42, 43]. The relative compression model compresses efficiently if each string is the
result of applying a small number of edits to the base string. In contrast, using persistent
strings we can compress efficiently if each string is the result of editing any other string in
the collection.
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1.2

Setup and Results

Let T be a version tree with n nodes. Each node v of T represents a string S(v) and each
edge is labeled by one of the following edit operations:
replace(k, α): change the kth character to α.
insert(k, α): insert character α immediately after position k.
delete(k): delete the character at position k.
The string represented by the root is the empty string ε, and the string represented by
a non-root node v is the result of applying all edit operations on the path from the root
to v on the empty string. Our goal is to preprocess T into a compact data structure that
supports the query access(v, j), that returns S(v)[j]. Our main result is a new representation
of persistent strings that achieves the following bound:
I Theorem 1. Given a version tree T with n nodes we can solve the random access problem
in O(n) space and O(log n/ log log n) time. Furthermore, we can report a substring of length
` using O(`) additional time.
Theorem 1 simultaneously matches the best known space and time bounds of the previous
approaches. In particular, compared to the classic persistent binary search [16] we match
the space while improving the O(log n) query time to O(log n/ log log n). On the other hand,
compared to the recent results on random access in grammar-compressed [3, 27] we match
the query time while improving the space from O(n log1+ε n) to linear. Furthermore, we
show that Theorem 1 is optimal for any near-linear space solution.
I Theorem 2. Any data structure that solves the random access problem on a version tree
T with n nodes using n logO(1) n space needs Ω(log n/ log log n) query time.
Note that Theorem 2 holds even in the special case when T is a path such as in the example
with storing and accessing the past history of edits in a document.

1.3

Techniques

To achieve our result we introduce several techniques and data structures of independent
interest. First, we show how to reduce random access queries on a persistent string to a
geometric problem on horizontal line segments, that we call the segment selection problem.
The main idea is to traverse the version tree in a depth-first traversal and produce segments
representing characters appearing in the versions of the persistent strings. The x-coordinates
of the segments correspond to the traversal time interval and the y-coordinates correspond to
the left-to-right ordering of the characters in the strings. We show how to construct segments
such that at any point in time i, the segments crossing the vertical line through x-coordinate
2i corresponds to the string represented at the node in T first visited at time i. Thus, to
answer a random access query on S(v)[j] it suffices to answer a segment selection query, that
given integers i and j, returns the jth segment crossing the vertical line at i0 , where i0 is
time corresponding to v and i = 2i0 .
Next, we show how to efficiently solve the segment selection problem in linear space and
O(log n/ log log n) query time thus implying Theorem 1. To do so, the main idea is to build
a balanced tree of degree ∆ = O(logε n) and of height O(log∆ n) = O(log n/ log log n) that
stores the segments ordered by y-coordinate. Each internal node thus partitions the segments
below it into ∆ horizontal bands called slabs.
To answer a segment selection query (i, j) we traverse the tree to find the leaf containing
the jth segment that crosses the vertical line at time i. To implement the traversal we need
to determine at each node v the slab containing the desired segment among the segments

P. Bille and I. L. Gørtz

48:5

below v at the specified time i. The key challenge is to compactly represent the segments
while achieving constant query time to find the correct slab at each node. Using wellknown techniques we can solve this slab selection problem with an explicit representation
of segments below v in constant time and O(nv ) of space, where nv is the number of
segments below v. Unfortunately, this leads to a solution to segment selection that uses
O(n log∆ n) = O(n log n/ log log n) space. We show how to compactly represent the segments
to significantly improve the space to O(nv log log n) bits while simultaneously achieving
constant time queries. In turn, this implies a solution to segment selection using O(n) space
and O(log∆ n) = O(log n/ log log n) query time.
Finally, we prove a matching lower bound for the random access in persistent strings
problem by showing that any solution using n logO(1) n space needs Ω(log n/ log log n) query
time. To do so we show a simple reduction from the range selection problem [34] that holds
even in the case when the version tree is a path.

1.4

Outline

We present the reduction from random access to segment selection in Section 2 and our
solution to the slab selection problem in Section 3. We then use our slab selection data
structure in our full data structure for the segment selection problem in Section 4. Plugging
this into our reduction leads to Theorem 1. We show the lower bound in Section 5 and
conclude with some open problems in Section 6.

2

Reducing Random Access to Segment Selection

In this section we show how to reduce the random access problem to the following natural
geometric selection problem on line segments. Let L be a set of n horizontal line segments in
the plane. The segment selection problem is to preprocess L to support the operation:
segment-select(i, j): return the jth smallest segment (the segment with the jth smallest
y-coordinate) among the segments crossing the vertical line through x-coordinate i.
We will view the x-axis as a timeline and often refer to an x-coordinate i as time i. We
will show how to efficiently solve the segment selection problem in the following sections.
Our reduction from the random access problem works as follows. Let T be an instance of
the random access problem with n nodes and assume wlog. that T contains no edges labeled
by replace. We can do so since we can always convert edges labeled by replace into two edges
labeled by a delete and insert, thus at most doubling the size of the instance. We construct
an instance L of segment selection as follows.
We first perform an Euler tour [52] of T to construct a sequence S 0 , . . . , S 2n−2 of strings
corresponding to each time we meet a node in the Euler tour. We call these strings marked
strings since each character in them will be either marked or unmarked. The marked
strings are defined as follows. String S 0 is the empty string. Suppose we have constructed
S 0 , . . . , S `−1 and let e be the edge visited at time ` in the Euler tour. We construct S ` from
S `−1 according to the following cases (see Figure 1(b) for an example).
Case 1: Insertions. Suppose that e is labeled insert(i, α). If we traverse e in the downward
direction, we insert character α as an unmarked character in S `−1 immediately to the
right of the ith unmarked character to get S ` . If we traverse e in the upwards direction
we mark the same character that was inserted as an unmarked character in the earlier
downwards traversal of e.
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<latexit sha1_base64="nwz8HQIo1ZmnGNFFsCq3AMdE+0o=">AAACCHicbVDLSgNBEJz1GeMr6tHLYBA8hd2o6DHgxWME84BkCbOT2WTIPJaZ3kBY8gPeveoveBOv/oV/4Gc4SfagiQUNRVU33V1RIrgF3//y1tY3Nre2CzvF3b39g8PS0XHT6tRQ1qBaaNOOiGWCK9YADoK1E8OIjARrRaO7md8aM2O5Vo8wSVgoyUDxmFMCTup0x8SwxHKhVa9U9iv+HHiVBDkpoxz1Xum729c0lUwBFcTaTuAnEGbEAKeCTYvd1LKE0BEZsI6jikhmw2x+8hSfO6WPY21cKcBz9fdERqS1Exm5TklgaJe9mfivR2Vk+GAIS/shvg0zrpIUmKKL9XEqMGg8SwX3uWEUxMQRQg13H2A6JIZQcNkVXTTBchCrpFmtBJeV64ercq2ah1RAp+gMXaAA3aAaukd11EAUafSMXtCr9+S9ee/ex6J1zctnTtAfeJ8/ut2ayQ==</latexit>

" v0

insert(0,a)

S 0 = " v0 S14 = abbcc
insert(0,a)

[1, 13]

a v1

S 1 = a v1 S 13 = abbcc

<latexit sha1_base64="5aC55cQ3CnjiK/EM2kMRGmweZew=">AAACB3icbVDLSgNBEJyNrxhfUY9eBoPgKexGRY8BLx4jmAcmS5iddJIhs7PLTK8YlnyAd6/6C97Eq5/hH/gZTpI9aGJBQ1HVTXdXEEth0HW/nNzK6tr6Rn6zsLW9s7tX3D9omCjRHOo8kpFuBcyAFArqKFBCK9bAwkBCMxhdT/3mA2gjInWH4xj8kA2U6AvO0Er3HYRHREzZpFssuWV3BrpMvIyUSIZat/jd6UU8CUEhl8yYtufG6KdMo+ASJoVOYiBmfMQG0LZUsRCMn84untATq/RoP9K2FNKZ+nsiZaEx4zCwnSHDoVn0puK/Hg8DLQZDXNiP/Ss/FSpOEBSfr+8nkmJEp6HQntDAUY4tYVwL+wHlQ6YZRxtdwUbjLQaxTBqVsndWvrg9L1UrWUh5ckSOySnxyCWpkhtSI3XCiSLP5IW8Ok/Om/PufMxbc042c0j+wPn8ATCVmoI=</latexit>

insert(1,c)

insert(1,b)
[2, 6]

insert(1,c)

[8, 12]

ac v2

S 2 = ac v2 S 6 = acc

ab v5

<latexit sha1_base64="IS3hJqwDykan/Anc6dbnOwLcPjs=">AAACCHicbVDLSgNBEJz1GeMr6tHLYBA8hd2o6DHgxWME84BkCbOT2WTIPJaZXjEs+QHvXvUXvIlX/8I/8DOcJHvQxIKGoqqb7q4oEdyC7395K6tr6xubha3i9s7u3n7p4LBpdWooa1AttGlHxDLBFWsAB8HaiWFERoK1otHN1G89MGO5VvcwTlgoyUDxmFMCTup0gT0CQEbopFcq+xV/BrxMgpyUUY56r/Td7WuaSqaACmJtJ/ATCDNigFPBJsVuallC6IgMWMdRRSSzYTY7eYJPndLHsTauFOCZ+nsiI9LasYxcpyQwtIveVPzXozIyfDCEhf0QX4cZV0kKTNH5+jgVGDSepoL73DAKYuwIoYa7DzAdEkMouOyKLppgMYhl0qxWgvPK5d1FuVbNQyqgY3SCzlCArlAN3aI6aiCKNHpGL+jVe/LevHfvY9664uUzR+gPvM8f+Hea7w==</latexit>

<latexit sha1_base64="CMl3xybh9kkb/B+Xr5cvr6IDVYM=">AAACCHicbVDLSgNBEJz1GeMr6tHLYBA8hd2o6DHgxWME84BkCbOT2WTIPJaZXjEs+QHvXvUXvIlX/8I/8DOcJHvQxIKGoqqb7q4oEdyC7395K6tr6xubha3i9s7u3n7p4LBpdWooa1AttGlHxDLBFWsAB8HaiWFERoK1otHN1G89MGO5VvcwTlgoyUDxmFMCTup0gT0CQEaiSa9U9iv+DHiZBDkpoxz1Xum729c0lUwBFcTaTuAnEGbEAKeCTYrd1LKE0BEZsI6jikhmw2x28gSfOqWPY21cKcAz9fdERqS1Yxm5TklgaBe9qfivR2Vk+GAIC/shvg4zrpIUmKLz9XEqMGg8TQX3uWEUxNgRQg13H2A6JIZQcNkVXTTBYhDLpFmtBOeVy7uLcq2ah1RAx+gEnaEAXaEaukV11EAUafSMXtCr9+S9ee/ex7x1xctnjtAfeJ8/9tya7g==</latexit>

delete(1)

[3, 5]

[9, 11]

[4, 4]

[10, 10]

c v3

<latexit sha1_base64="lVnmi+JT/8JYFJa/YV3aXrJhaT8=">AAACCHicbVDLSgNBEJz1GeMr6tHLYBA8hd2o6DHgxWME84BkCbOT2WTIPJaZXjEs+QHvXvUXvIlX/8I/8DOcJHvQxIKGoqqb7q4oEdyC7395K6tr6xubha3i9s7u3n7p4LBpdWooa1AttGlHxDLBFWsAB8HaiWFERoK1otHN1G89MGO5VvcwTlgoyUDxmFMCTup0gT0CQEbppFcq+xV/BrxMgpyUUY56r/Td7WuaSqaACmJtJ/ATCDNigFPBJsVuallC6IgMWMdRRSSzYTY7eYJPndLHsTauFOCZ+nsiI9LasYxcpyQwtIveVPzXozIyfDCEhf0QX4cZV0kKTNH5+jgVGDSepoL73DAKYuwIoYa7DzAdEkMouOyKLppgMYhl0qxWgvPK5d1FuVbNQyqgY3SCzlCArlAN3aI6aiCKNHpGL+jVe/LevHfvY9664uUzR+gPvM8f+6+a8Q==</latexit>

<latexit sha1_base64="V7XhRqhGAWJ6nHrVMlI1sZU0j3Q=">AAACCHicbVDLSgMxFM34rPVVdekmWARXZaYquiy4cVnBPqAdSpJm2tAkMyR3xDL0B9y71V9wJ279C//AzzBtZ6GtBy4czrmXe++hiRQWfP/LW1ldW9/YLGwVt3d29/ZLB4dNG6eG8QaLZWzalFguheYNECB5OzGcKCp5i45upn7rgRsrYn0P44SHigy0iAQj4KROF/gjAGSUTnqlsl/xZ8DLJMhJGeWo90rf3X7MUsU1MEms7QR+AmFGDAgm+aTYTS1PCBuRAe84qoniNsxmJ0/wqVP6OIqNKw14pv6eyIiydqyo61QEhnbRm4r/ekxRIwZDWNgP0XWYCZ2kwDWbr49SiSHG01RwXxjOQI4dIcwI9wFmQ2IIA5dd0UUTLAaxTJrVSnBeuby7KNeqeUgFdIxO0BkK0BWqoVtURw3EUIye0Qt69Z68N+/d+5i3rnj5zBH6A+/zB/h4mu8=</latexit>

S 8 = abcc v5 S 12 = abbcc
insert(1,b)

S 3 = ac v3 S 5 = acc

<latexit sha1_base64="HQEYBozVl1XJz2KJZQb5w3p01Yg=">AAACCXicbVDLSgMxFM34rPVVdekmWARXZaYquiy4cVnBPqAdSpJm2tAkMyR3xDL0C9y71V9wJ279Cv/AzzBtZ6GtBy4czrmXe++hiRQWfP/LW1ldW9/YLGwVt3d29/ZLB4dNG6eG8QaLZWzalFguheYNECB5OzGcKCp5i45upn7rgRsrYn0P44SHigy0iAQj4KRuF/gjAGSE0kmvVPYr/gx4mQQ5KaMc9V7pu9uPWaq4BiaJtZ3ATyDMiAHBJJ8Uu6nlCWEjMuAdRzVR3IbZ7OYJPnVKH0excaUBz9TfExlR1o4VdZ2KwNAuelPxX48pasRgCAv7IboOM6GTFLhm8/VRKjHEeBoL7gvDGcixI4QZ4T7AbEgMYeDCK7pogsUglkmzWgnOK5d3F+VaNQ+pgI7RCTpDAbpCNXSL6qiBGErQM3pBr96T9+a9ex/z1hUvnzlCf+B9/gC9lpta</latexit>

cc v4

insert(1,b)

delete(1)

insert(1,b)

abb v6

<latexit sha1_base64="B03ebh+k+R8bUDJGrojL3cB6WdA=">AAACB3icbVDLSgNBEJyNrxhfUY9eBoPgKexGRY8BLx4jmAcmS5iddJIhs7PLTK8YlnyAd6/6C97Eq5/hH/gZTpI9aGJBQ1HVTXdXEEth0HW/nNzK6tr6Rn6zsLW9s7tX3D9omCjRHOo8kpFuBcyAFArqKFBCK9bAwkBCMxhdT/3mA2gjInWH4xj8kA2U6AvO0Er3HYRHREz5pFssuWV3BrpMvIyUSIZat/jd6UU8CUEhl8yYtufG6KdMo+ASJoVOYiBmfMQG0LZUsRCMn84untATq/RoP9K2FNKZ+nsiZaEx4zCwnSHDoVn0puK/Hg8DLQZDXNiP/Ss/FSpOEBSfr+8nkmJEp6HQntDAUY4tYVwL+wHlQ6YZRxtdwUbjLQaxTBqVsndWvrg9L1UrWUh5ckSOySnxyCWpkhtSI3XCiSLP5IW8Ok/Om/PufMxbc042c0j+wPn8ATPLmoQ=</latexit>

insert(1,c)

S 7 = acc

S 9 = abbcc v6 S 11 = abbcc

insert(1,c)

delete(1)

delete(1)

S 4 = acc v4

bb v7

S 10 = abbcc v7
(b)

(a)

<latexit sha1_base64="HgOOquG/QnjEdGMKa9FRZTYM0o4=">AAAB6nicbVBNS8NAEJ3Ur1q/qh69LBahXkpSET0WvHisaGuhDWWz3bRLN5uwOxFK6E/w4kERr/4ib/4bt20O2vpg4PHeDDPzgkQKg6777RTW1jc2t4rbpZ3dvf2D8uFR28SpZrzFYhnrTkANl0LxFgqUvJNoTqNA8sdgfDPzH5+4NiJWDzhJuB/RoRKhYBStdF8Nzvvliltz5yCrxMtJBXI0++Wv3iBmacQVMkmN6Xpugn5GNQom+bTUSw1PKBvTIe9aqmjEjZ/NT52SM6sMSBhrWwrJXP09kdHImEkU2M6I4sgsezPxP6+bYnjtZ0IlKXLFFovCVBKMyexvMhCaM5QTSyjTwt5K2IhqytCmU7IheMsvr5J2veZd1C7v6pVGPY+jCCdwClXw4AoacAtNaAGDITzDK7w50nlx3p2PRWvByWeO4Q+czx+HBI1A</latexit>

<latexit sha1_base64="lzTAAJJPG3CU6iJnVgjvCmxlTRo=">AAACAHicbVDLSgNBEOyNrxhfUY9eBoMQL2E3InoMePEY0TwgWcLsZHYzZGZ2mZkVwpKLd6/6C97Eq3/iH/gZTpI9aGJBQ1HVTXdXkHCmjet+OYW19Y3NreJ2aWd3b/+gfHjU1nGqCG2RmMeqG2BNOZO0ZZjhtJsoikXAaScY38z8ziNVmsXywUwS6gscSRYygo2V7qv4fFCuuDV3DrRKvJxUIEdzUP7uD2OSCioN4Vjrnucmxs+wMoxwOi31U00TTMY4oj1LJRZU+9n81Ck6s8oQhbGyJQ2aq78nMiy0nojAdgpsRnrZm4n/ekQEikUjs7TfhNd+xmSSGirJYn2YcmRiNEsDDZmixPCJJZgoZj9AZIQVJsZmVrLReMtBrJJ2veZd1C7v6pVGPQ+pCCdwClXw4AoacAtNaAGBCJ7hBV6dJ+fNeXc+Fq0FJ585hj9wPn8AMguWig==</latexit>

c

5

c

4

b

3

b

2

a

1
1

2 3 4

a
5

6

7

8

a

9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28
(c)
<latexit sha1_base64="+Y3pKLKitt94DEGhANUsgnZA0k8=">AAAB6nicbVBNS8NAEJ3Ur1q/qh69LBahXkpSET0WvHisaGuhDWWz3bRLN5uwOxFK6E/w4kERr/4ib/4bt20O2vpg4PHeDDPzgkQKg6777RTW1jc2t4rbpZ3dvf2D8uFR28SpZrzFYhnrTkANl0LxFgqUvJNoTqNA8sdgfDPzH5+4NiJWDzhJuB/RoRKhYBStdF9l5/1yxa25c5BV4uWkAjma/fJXbxCzNOIKmaTGdD03QT+jGgWTfFrqpYYnlI3pkHctVTTixs/mp07JmVUGJIy1LYVkrv6eyGhkzCQKbGdEcWSWvZn4n9dNMbz2M6GSFLlii0VhKgnGZPY3GQjNGcqJJZRpYW8lbEQ1ZWjTKdkQvOWXV0m7XvMuapd39UqjnsdRhBM4hSp4cAUNuIUmtIDBEJ7hFd4c6bw4787HorXg5DPH8AfO5w+IiY1B</latexit>

Figure 1 (a) A persistent string representing the collection {, a, ac, c, cc, ab, abb, bb}. The
interval I(e) is shown for each edge. (b) The marked strings of (a). The insertion edges are
unmarked in the following intervals: (v0 , v1 ) in [1, 2] ∪ [6, 9] ∪ [11, 13], (v1 , v2 ) in [2, 6], (v3 , v4 ) in
[4, 4], (v1 , v5 ) in [8, 12], and (v5 , v6 ) in [9, 11]. (c) The segment selection instance corresponding to
(a). The range of x-coordinates of segments are obtained by converting each interval [i, j] above to
[2i − 1, 2j].

Case 2: Deletions. Suppose that e is labeled delete(i). If we traverse e in the downward
direction, we mark the ith unmarked character in S `−1 to get S ` . If we traverse e in
the upward direction, we unmark the same character that was marked in the downward
traversal of e.
Note that an insertion edge e traversed in the downward direction at time ` results in
an insertion of a character, denoted char(e), in S ` . Since char(e) is never removed from
subsequent marked strings it appears in all subsequent strings S ` , . . . , S 2n−2 , but changes
between being marked and unmarked. If a deletion edge e0 changes char(e) from unmarked
to marked we say that e0 deletes char(e).
For an edge e in T , let first(e) and last(e) denote the first and last time, respectively, we
visit v in the Euler tour of T , and let I(e) = [first(e), last(e) − 1] denote the interval of e.
I Lemma 3. Let e be an insertion edge in T that is traversed in the downward direction at
time ` and let e1 , . . . , em be the edges in T (v) that delete char(e). Then, char(e) is unmarked
in all strings S i where i is an integer in the interval I(e) \ (I(e1 ) ∪ · · · I(em )) and marked in
S i for all other integers i in [`, 2n − 2].
Proof. We have that char(e) appears in S` , . . . , S2n−2 . The edge e inserts char(e) as unmarked in the interval I(e) and each edge e0 that deletes char(e), marks it in the interval I(e0 ).
J
For instance, consider e = (v0 , v1 ) in Figure 1(a) that inserts an a which is then deleted
by e1 = (v3 , v2 ) and e2 = (v7 , v6 ). Thus, a appears in the interval [1, 13] and is unmarked in
I(e) \ (I(e1 ) ∪ I(e2 )) = [1, 13] \ ([3, 5] ∪ [10, 10]) = [1, 2] ∪ [6, 9] ∪ [11, 13].
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For a node v in T , let start(v) = first((parent(v), v)) denote the first time we meet v in
the Euler tour of T . For the root r we define start(r) = 0.
I Lemma 4. For any v, the concatenation of the unmarked characters in S start(v) is S(v).
Proof. From the Lemma 3, the unmarked characters in S start(v) are those which have been
inserted at an edge (w, parent(w)) where w is ancestor of v and have not been marked by
any deletion edge in between. By definition these are the same characters as S(v). From
the insertion ordering of the characters in the marked strings it follows that characters in
S start(v) and S(v) appear in the same order.
J
Next, we construct a set of labeled line segments L from S 2n−2 as follows. Note that
S 2n−2 consists of all of the (marked) characters appearing at insertion edges in T . For
each insertion edge e, define pos(e) to be the position of char(e) is S 2n−2 . For instance, in
Figure 1(a) pos((v1 , v0 )) = 1 since a is at position 1 in S 14 . For each insertion edge e in T
that is deleted by edges e1 , . . . , em , we construct m + 1 horizontal line segments corresponding
to the m + 1 time intervals where char(e) is unmarked. These m + 1 segments are all labeled
by char(e) and all have y-coordinate pos(e). For an interval [i, j] the corresponding segment
has x-coordinates 2i − 1 and 2j. We use 2i − 1 and 2j to ensure that all segments have length
at least one and that no two segments share an endpoint. See Figure 1(b). For instance, the
insertion edge e = (v0 , v1 ) has position 1 and two deletion edges producing the 3 segments in
Figure 1(b) labeled a. We have the following correspondence between T and L.
I Lemma 5. Let T be a version tree and let L be the corresponding instance of the segment
selection. Then, S(v) is the concatenation labels of the segments crossing the vertical line at
time 2 · start(v) ordered by increasing y-coordinate.
Proof. We first show that the vertical line at 2 · start(v) crosses exactly the segments
corresponding to unmarked characters in S start(v) . By the definition of the intervals and the
segments it is enough to show that i ≤ start(v) ≤ j if and only if 2i − 1 ≤ 2 · start(v) ≤ 2j.
This follows immediately from the fact that i, j, and start(v) are integers. By the definition
of pos(e) the order of the segments is the same as the order of the corresponding unmarked
characters in S start(v) . Thus the segments crossing the vertical line at time 2 · start(v) in
increasing order is the concatenation of the unmarked characters in S start(v) . By Lemma 4
this is S(v).
J
Each edge in T increases the number of segments in L by at most 1 and hence L contains
at most n − 1 segments. To answer access(v, j) on T we compute segment-select(2 · start(v), j)
on L and return the corresponding label. By Lemma 5 this correctly returns S(v)[j]. In
summary, we have the following result.
I Lemma 6. Given a solution to the segment selection problem on n segments that uses s(n)
space and answers queries in t(n) time, we can solve the random access problem in O(s(n))
space and O(t(n)) time.

3

Selection in Slabs

In this section, we introduce the slab selection problem and present an efficient solution. Our
data structure will be a key component in our full solution to the segment selection problem
that we present in the next section. As before we will view the x-axis as a timeline and often
refer to an x-coordinate i as time i.
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Figure 2 The grid P partitioned into blocks and a block of P partitioned into column groups,
row groups, and cells.

Let L be a set of n segments given in the following “rank reduced” coordinates. The
x-coordinates of the segment endpoints are unique integers from the set {1, . . . , 4n} and the
y-coordinates are unique integers in {1, . . . , n}. In particular, at every time at most one
segment starts or ends. Note that the condition on the x-axis is satisfied in the reduction
from Section 2. To satisfy the condition on the y-axis, we sort the segments according to
their y-coordinate breaking ties according to their starting point on the x-axis, and use their
rank in this ordering as y-coordinate. Note that this maintains the ordering among segments
crossing the vertical at any time i.
We partition the segments L into ∆ = O(logε n), where 0 < ε < 1, infinite horizontal
bands s1 , . . . , s∆ , called slabs. Each slab consists of dn/∆e segments, except possibly s∆
which may be smaller. The slab selection problem is to compactly represent L to support the
following queries:
slab-sum(i, j): return the total number of segments in slabs s1 , . . . , sj crossing the vertical
line through x-coordinate i.
slab-select(i, j): return the smallest k such that slab-sum(i, k) ≥ j.
The goal of this section is to construct a data structure for the slab selection problem that
uses O(n log log n) bits of space and answers slab-sum and slab-select queries in constant time.
Note that if we explicitly represent each of the n segments, e.g., by their two x-coordinate
endpoints and their y-coordinate, we need Ω(n log n) bits even if we ignore how to support
queries. We present a compact representation of the collection of segments that improves
the space to O(n log log n) bits and simultaneously achieves constant time queries.
Before presenting our data structure, we first convert the problem to a problem on a
grid of prefix sums, define a decomposition on the grid, and show some key properties that
we will need in our solution. We define a grid P of integers arranged in 4n columns and ∆
rows such that the entries in column i represent the prefix sums of the number segments
crossing at time i. We use P (i, j) to denote the entry in column i and row j in P . More
precisely, P (i, j) contains the number of segments crossing i in slab s1 to sj . We have that
slab-sum(i, j) = P (i, j) and slab-select(i, j) corresponds to a predecessor query on column i,
that is, computing the smallest k such that P (i, k) ≥ j.
We decompose P as follows. Let b = ∆ log n. We partition P into blocks B1 , . . . , Bd4n/be
of b consecutive columns. We further partition each block B into groups of consecutive
columns and rows called column groups and row groups, respectively (see Figure 2). The
column groups are groups of ∆ consecutive columns and the row groups are defined such
that two adjacent rows are in the same row group if their leftmost entries differ by at most b.
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Each rectangular subgrid in B given by the entries that are in the same column group and
row group is called a cell of B. The representative of a row group in B is the bottom and
leftmost position in the row group. The representative of a cell C in B is the representative
of the row group of C. For any cell C in B, we define the normalized cell, denoted Ĉ, to be
C where all entries have been subtracted by the representative of C. We have the following
properties of the construction.
I Lemma 7. Let B be a block of the grid P . We have the following properties.
(i) Adjacent entries in a row differ by at most 1.
(ii) Adjacent entries in a column within the same row group differ by at most 2b.
(iii) Entries in non-adjacent row groups differ by more than b.
(iv) Let rj be the representative of row group j. Then, all entries in the first row of row
group j − 1 and below have values smaller than rj and all entries in row group j + 1
and above have values greater than rj .
Proof. (i) At any time at most one segment can start or end, which can only change the
prefix sums in a column by ±1. (ii) We have that adjacent entries in the leftmost column of
the same row group differ by at most b. By (i) going left-to-right this difference can increase
by at most 1 in each column. Since B has b columns the difference can be at most 2b. (iii)
Any two entries in the leftmost column in two non-adjacent row groups differ by more than
2b. Each column contains at most one update and each update can reduce this difference
by no more than 1. Hence, entries in non-adjacent row groups must differ by more than b.
(iv) The difference between rj and rj−1 is more than b. Consider the first row in row group
j − 1. Since B has b columns it follows from (i) that any entry in this row has value at most
rj−1 + b < rj . Since the grid contains prefix sums, the values in a column are non-decreasing.
Thus, all entries below row group j − 1 have values smaller rj . Symmetrically, all entries in
the first row of row group j + 1 have value at least rj+1 − b > rj .
J

3.1

Data Structure

We store several data structures to represent P and support queries. For each block B we
store the following.
A predecessor data structure on the representatives of B. We use the fusion node structure
for constant time predecessor queries on sets of polylogaritmic size due to Fredman and
Willard [21, 22]. Since there are at most ∆ = O(logε n) representatives, this structure
supports queries in constant time and uses O(∆ log n) = O(b) bits of space.
For each cell C, we store the leftmost column of the normalized cell Ĉ. By Lemma 7 (i)
the first entry in the leftmost column differs from the representative r by at most b. By
Lemma 7 (ii) and since the height of C is at most ∆, the remaining entries in the leftmost
column differ by at most 2b(∆ − 1) + b = O(b∆). We have log n column groups in B and
thus the total height of all cells in B is ∆ log n = b. Therefore, we can encode all leftmost
columns in O(b log(b∆)) = O(b log log n) bits.
For each column in B we store the difference from the previous column. We encode this
as the number of the slab containing the update and a single bit indicating if the update
is the start or end of a segment. This uses b dlog ∆e + 1 = O(b log log n) bits.
Combined we use O(b log log n) bits for a block and thus O( nb b log log n) = O(n log log n)
bits in total for P .
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We will use our data structure to efficiently construct a compact encoding for any
normalized cell Ĉ. To do so, we combine the encoding of leftmost column of Ĉ and the
encoding of the column differences/updates in the cell in left to right order.
We will use tabulation to support the following queries on normalized cells. Given a
normalized cell Ĉ and integers i and j, define
access(Ĉ, i, j): return Ĉ(i, j).
predecessor(Ĉ, i, j): return the smallest k such that Ĉ(i, k) ≥ j.
We construct a single global table for each of the queries. The height of Ĉ is at most
∆, and by the argument above we can encode the leftmost column of Ĉ with O(∆ log(b∆))
bits. The rest of the columns are encoded by their difference from the previous column.
Since the width of Ĉ is ∆ this uses O(∆ log ∆) bits. Thus the encoding of Ĉ uses at most
O(∆ log(b∆) + ∆ log ∆) = O(∆ log log n) bits. For access we encode the indices i and j using
O(log ∆) bits, and the answer in O(log(b∆)) bits. Thus the total length of the encoding for
an access query is O(∆ log log n) + log ∆ + log(b∆) bits. Hence, we can support access in
ε
constant time with a table of size 2O(∆ log log n+log ∆+log(b∆)) = 2O(log n log log n) = o(n) bits
(recall that ε < 1). We encode predecessor similarly except that the answer to the query can
now be encoded in only O(log ∆) bits. The total size the entire structure is O(n log log n)
bits.

3.2

Supporting Queries

We show how to implement slab-sum(i, j) and slab-select(i, j) in constant time. For both
queries we find the block of P containing column i and the column group in the block
corresponding to i. Since the blocks and column groups are evenly spaced this takes constant
time. Let B be the block and let r1 , . . . , rm be the sequence of representatives in B in
increasing y-order. We then compute the predecessor r` of j among the representatives in
constant time using the fusion node structure. This identifies the cell C` containing entry
(i, j). To answer slab-sum(i, j), we compute the position (i0 , j 0 ) in C` corresponding to (i, j)
and then compute the answer as
access(Ĉ` , i0 , j 0 ) + r` .
This correctly returns the value of C(i, j) since Ĉ` is normalized wrt r` .
To answer slab-select(i, j), we also consider the adjacent cells above and below C` , denoted
C`−1 and C`+1 , respectively. Since r` is the predecessor of j we have that r` ≤ j < r`+1 .
By Lemma 7 (iii), entries in row groups below row group ` − 1 have values smaller than r`
and entries in row groups above row group ` + 1 have values greater than r`+1 . Hence, the
entry in column i containing the predecessor of j must be either in C`−1 , C` , or C`+1 . We
can determine the correct cell in constant time using slab-sum queries on the topmost row
of each of these cells. The correct cell is the lowest of these for which the slab-sum query
returns a value of at least j. Let C denote the correct cell and let j 00 be the topmost row in
B in the row group immediately below C. We compute the answer as
predecessor(Ĉ, i0 , j − slab-sum(i, j 00 )) + j 00 .
Both queries take constant time. In summary we have shown the following result.
I Lemma 8. Let L be a set of n segments partitioned into O(log n) horizontal slabs. Then,
we can solve the slab selection problem using O(n log log n) bits of space and constant query
time.
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We now show how to solve segment selection in O(n) space and O(log n/ log log n) query
time. In addition to our slab selection data structure from Section 3, we will also need a
compact representation of strings that supports rank and select queries on polylogarithmic
sized alphabets. Let A be a string of length n over an alphabet [1, σ], and define the following
queries:
rank(A, i, j): return the number of occurrences of j in X[1, i],
select(A, i, j): return the position of the ith occurrence of character j.
Supporting rank and select on polylogarithmic sized alphabets is a well-studied problem,
see e.g., [1, 2, 4, 18, 28, 29, 30]. Most of this work focuses on achieving constant time using
succinct or compressed space. For our purposes we only need the following standard result
which follows immediately from the above mentioned results.
I Lemma 9. Let S be a string of length n from an alphabet of size σ = O(polylog n). Then,
we can represent S in O(n log σ) bits and support rank and select queries in O(1) time.
Next, we describe our data structure. Let L be a set of n segments. We assume that L is
given in “rank space” as in the previous section. Otherwise, we can always convert L into
this representation by standard rank reduction techniques. Let ∆ = logε n, where 0 < ε < 1.
We construct a balanced tree R with degree ∆ that stores the segments in L in the leaves in
sorted y-order. The height of R is O(log∆ n) = O(log n/ log log n).
We introduce some helpful notation. Let v be an internal node with children v1 , . . . , v∆ .
The subtree rooted at v is denoted Rv , and the set of segments below v is denoted Lv . We let
nv = |Lv |. The endpoints in Lv are “rank reduced” to a grid of size 4nv × nv in the following
way. For an endpoint p = (x, y) let rx and ry denote the rank of p when the endpoints are
sorted by x-order and y-order, respectively. Then p0 = (2rx − 1, ry ). Let L0v denote the set
of rank reduced segments. The slab of v, denoted slab(v), is the narrowest infinite horizontal
band containing L0v . We number the slabs in increasing y-order. We partition the segments
of L0v into slab(v1 ), . . . , slab(v∆ ). At each internal node v we store the following:
A string Ev of length 4nv that, for each endpoint in L0v in x-order, stores the slab
containing it interleaved with 0’s. More precisely, Ev [i] is the number of the slab that
contains the endpoint with x-coordinate i if i is odd, and 0 if i is even.
We represent Ev as a rank/select structure according to Lemma 9. Since Ev is a string of
length 4nv over an alphabet of size ∆ we use O(nv log ∆) = O(nv log log n) bits of space
and support rank and select queries in constant time.
A slab selection structure according to Lemma 8 on L0v with slabs slab(v1 ), . . . , slab(v∆ ).
The slab selection structure uses O(nv log log n) bits of space and supports queries in
constant time.
See Figure 3. At node v we use O(nv log log n) bits. Since each segment appears in
O(log n/ log log n) structures the total space is O(n logloglogn n log log n) = O(n log n) bits.
To answer a segment-select(i, j) query we perform a top-down search in R starting at
the root and ending at the leaf containing the jth segment that intersects the vertical line
at time i. To guide the navigation, we compute local parameters iv and jv at each node v,
such that iv is the time in Lv that corresponds to time i in E, and jv is the segment in Lv
that corresponds to segment j in L. At the root r, we have ir = i and jr = j. Consider an
internal node v with children v1 , . . . , v∆ during the traversal. Given the local parameters iv
and jv we compute the child to continue the search in and new local parameters. We first
compute the slab containing the jth segment as
k = slab-select(v, iv , jv )

and

jvk = jv − slab-sum(v, iv , k − 1) .
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Figure 3 A node and its 4 children in the tree R corresponding to a partition of segments into
∆ = 4 slabs. The string Ev is shown at each node.

Thus, the search should continue in child vk , and we subtract the number of segments in
the previous slabs from jv to get jvk . To compute ivk we first compute rk = rank(Ev , iv , k).
Since iv might not be a point in Lvk we then set
(
2rk − 1 if Ev [iv ] = k
i vk =
2rk
otherwise
By Lemma 8 and Lemma 9 each of the above steps takes constant time and hence the total
time is O(log n/ log log n). We have the following property of ivk .
I Lemma 10. The segments from slab k in L0v that are intersected by iv are the same as
the segments intersected by ivk in L0vk .
Proof. Let Iv denote the set of segments from slab k in L0v intersected by iv and let Ivk denote
the set of segments in L0vk intersected by ivk . Let s a segment from Lvk with x-coordinates
(x1 , x2 ) in L0v and (x01 , x02 ) in L0vk . Define ri = rank(Ev , xi , k). From the definition of the
rank reduction we have x0i = 2 · ri − 1. We will show that s ∈ Iv iff s ∈ Ivk .
First assume s ∈ Iv . Then x1 ≤ iv ≤ x2 , which implies that rank(Ev , x1 , k) ≤
rank(Ev , iv , k) ≤ rank(Ev , x2 , k), that is r1 ≤ rk ≤ r2 . We need to prove that x01 ≤ ivk ≤ x02 .
If Ev [iv ] = k, i.e., iv is an endpoint of a segment in slab k then it immediately follows that
x0i = 2r1 − 1 ≤ 2rk − 1 = ivk and similarly that ivk ≤ x02 . If Ev [iv ] 6= k then ivk is not an
endpoint in Lvk and thus x1 < iv < x2 . This implies that r1 ≤ rk < r2 . We have r1 = rk in
the case where x1 is the rightmost endpoint in slab k smaller than iv . It follows immediately
that 2r1 − 1 ≤ 2rk − 1 < 2rk < 2r2 , and therefore x01 < ivk < x02 .
Assume s ∈ Ivk . Then x01 ≤ ivk ≤ x02 and we want to prove that x1 ≤ iv ≤ x2 . We have
2r1 − 1 ≤ ivk ≤ 2r2 − 1. We will first show that r1 ≤ rk ≤ r2 . There are two cases. If
E[iv ] = k then ivk = 2rk − 1 and it follows immediately that r1 ≤ rk ≤ r2 . If E[iv ] 6= k then
ivk = 2rk and thus 2r1 − 1 ≤ ivk ≤ 2r2 − 1 implies 2r1 − 1 < 2rk < 2r2 − 1 which again implies
that r1 ≤ rk ≤ r2 . By definition of rank we have that rank(Ev , x1 , k) ≤ rank(Ev , iv , k) ≤
rank(Ev , x2 , k) implies x1 ≤ iv ≤ x2 .
J
In summary, we have the following result.
I Theorem 11. Given a set of n horizontal segments in the plane, we can solve the segment
selection problem in O(n) space and O(log n/ log log n) query time.
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Combined with the reduction in Lemma 6 we obtain a linear space and O(log n/ log log n)
time solution for the random access problem. To show Theorem 1 it only remains to show
how to report a substring of length ` in O(log n/ log log n + `) time. To do so we build the
hive graph of Chazelle [11] on the segments. This uses O(n) space and allows us to traverse
the segments through the vertical line at time i above a given segment in sorted order in
constant time per reported segment. To report a substring of length ` we simply perform the
corresponding segment selection and traverse the ` segments above. By Lemma 5 this gives
us the correct substring. This uses O(log n/ log log n + `) time. This completes the proof of
Theorem 1.
Finally, we show how to construct the random access data structure of Theorem 1 in
O(n log n) time. Given a version tree T with n nodes it is straightforward to construct the
corresponding instance of the segment selection problem L as described in Section 2 in O(n)
time in a single traversal of T . We then construct tree R over the segments in L recursively.
At each node v we build the slab selection data structure from Section 3 consisting of
nv segments. To do so, we construct the grid, the predecessor data structure, and the
compact encoding in O(nv ) time. The global tables for the normalized cells need only be
constructed once in O(n) total time. Furthermore, we also need to build the rank/select data
structure from Lemma 9. This can also be done in O(nv ) time, and hence constructing these
data structures on all nodes in R takes O(n log∆ n) = O(n log n/ log log n) time. Finally,
constructing the hive graph can be done in O(n log n) time [11].

5

Lower Bound

We now prove the lower bound for the random access problem in Theorem 2. The prefix
selection problem is to preprocess an array A of n unique integers to support prefix selection
queries, that is, given integers i and j report the jth smallest integer in the subarray A[1..i].
I Lemma 12 (Jørgensen and Larsen [34]). Any data structure that uses n logO(1) n space on
an input array of size n needs Ω(log n/ log log n) time to support prefix selection queries.
Given an input array A to the prefix selection problem, we construct an instance T of the
random access problem. Our reduction allows any prefix selection query on A to be answered
by a single random access query on T . The reduction works even when T is a path without
any deletions.
Let A be an array of length n consisting of unique integers in {1, . . . , n}. Our instance T
is a path of n + 1 nodes v0 , . . . , vn rooted at v0 . See Figure 4. Edge (vi−1 , vi ) is labeled by
insert(ri , i), where ri is the number of entries in A[1..i] that are smaller A[i]. We have that
S(vi ) is permutation of indices in {1, .., i} corresponding to the sorted order of A[1..i], that is,
A[S(vi )[1]] < · · · < A[S(vi )[i]]. In particular, S(vi )[j] is the index of the jth smallest integer
in A[1..i]. Hence, we can answer a prefix selection query prefix-select(i, j) by computing
access(vi , j). This completes the proof of Theorem 2.

6

Conclusion and Open Problems

We have initiated the study of persistent strings for storing and accessing compressed
collections of similar strings. We have shown how to store a persistent string in linear
space with optimal random access time. An interesting open problem is to make our
solution dynamic by supporting insertion of new nodes in the version tree (representing new
strings added to the collection). Another open problem is to improve our straightforward
O(n log n/ log log n) preprocessing time to optimal O(n).
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A = [3, 1, 2, 5, 6, 4]

v0
insert(0,1)
v1
insert(0,2)
v2
insert(1,3)
v3
insert(3,4)
v4
insert(4,5)
v5
insert(3,6)
v6

S(v0 ) = "
S(v1 ) = 1
S(v2 ) = 21
S(v3 ) = 231
S(v4 ) = 2314
S(v5 ) = 23145
S(v6 ) = 231645

Figure 4 The corresponding random access instance for an array A = [3, 1, 2, 5, 6, 4].
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